The complete mitochondrial genome of Russian sturgeon (Acipenser gueldenstaedti).
Russian sturgeon (Acipenser gueldenstaedti) belongs to the Acipenseriformes Acipenseridae. In this study, we sequenced and characterized the complete mitochondrial genome of A. gueldenstaedti from National Sturgeon Hatchery, Chinese Academy of Fishery Sciences. The circular mitochondrial genome was determined to be 16,595 bp in length including 13 protein-coding genes, 22 transfer RNAs (tRNAs), 2 ribosomal RNAs (rRNAs) and 1 control region. The complete mitochondrial genome of A. gueldenstaedti provides basic genome data for relative studies on Acipenseriformes.